RNA-seq based transcriptomic profiling of human and mouse dorsal root ganglion reveals a
potential role for Protease Activated Receptor 3 (PAR3) in pain processing
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The dorsal root ganglion (DRG) contains sensory neurons that innervate the surface of the body and many visceral organs.
Included amongst these neurons are nociceptors, specialized neurons that detect damaging or potentially damagind stimuli,
which are required for the detection of actue pain and play a key role in the development and maintenance of chronic pain
states. RNA-seq has recently been used to elucidate the transcriptome of this tissue in mouse and rat but the transcriptome For
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4) This work demonstrates an unexpected role
for PAR3 in sensory neurobiology and creates
a strong rationale for further work on PAR3

R=0.79 p < 0.01 (colormap = number of genes in cluster with increasing heat) Time Post Injection (hours) Time Post Injection (hours)




